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Growth and color development of SYM (Colony color:1logCFU/ml)

: SYM SYM DRBC : SYM SYM DRBC
Microbes tested 43 1 7 h 5days Microbes tested 48 h 7 h 5days
Molds Yeasts

Alternaria alternata isolate Red 520 Red 5.26 5.00 Candida albicans NBRC 1594 Red 7.09 Red 7.09 7.07
A. tenuissima isolate Red 4.48 Red 6.98 7.15 C. viswanathii NBRC 589 Red 6.99 Red 6.99 7.01
Aspergillus brasiliensis TFO 9455 Red 5.85 Red 5.85 5.90 Cryptococcus fluvas isolate Red 5.89 Red 6.41 6.49
A. niger NBRC 4091 Red 6.16 Red 6.16 5.95 Rhodotorula glutinis NBRC 389 Red 6.18 Red 6.21 6.30
A. sydowii isolate 1 not grown Red 6.24 6.54 Saccharomyces cerevisiae JCM 1499 Red 7.38 Red 7.38 7.25
A. sydowii isolate 2 not grown Red 7.06 7.16 Saccharomyces cerevisiae NBRC 2379 Red 7.02 Red 7.25 7.27
Aureobasidium pullulans isolate Red 6.35 Red 6.36 6.40 S. cerevisiae isolated 1 Red 7.74 Red 7.77 7.76
Chaetomium globosum 1FO 6347 Red 4.00 Red 4.00 5.00 S. cerevisiae isolated 2 Red 5.69 Red 7.60 7.62
Cladosporium sp. Isolate Red 5.66 Red 6.04 6.00 S. cerevisiae isolated 3 Red 7.68 Red 7.91 7.76
C. cladosporioides TFO 6348 Red 6.36 Red 7.12 6.87 S. cerevisiae isolated 4 Red 6.54 Red 7.68 8.10
C. cladosporioides TFO 6368 Red 6.75 Red 7.41 6.92 S. cerevisiae isolated 5 Red 7.72 Red 7.72 7.08
Eurotium chevalieri TFO 4086 not grown Red 7.13 6.92 Wickerhamomyces anomalus NBRC 146 Red 7.60 Red 7.60 7.59
E. echinulatum NBRC 5862 Red 4.00 Red 5.11 3.87 Yarrowia lipolytica NBRC 746 Red 7.38 Red 7.38 7.16
Fusarium avenaceum NBRC 33236 Red 6.86 Red 6.91 7.18

F. solani NBRC 9955 Red 5.88 Red 5.89 5.73 Bacteria

Penicillium sp. Isolate Red 5.28 Red 7.65 7.24 Bacillus subtilis NBRC 3134 not grown (7.92) b

P. citrinum isolate Red 598 Red 6.03 6.04 Escherichia coli NBRC 3972 not grown (8.89)

P. janthinellum isolate not grown Red 5.11 5.00 Pseudomonas aeruginosa NBRC 12689 not grown (8.51)
Wallemia sebi NBRC 6668 Red 2.34 Red 5.41 5.38 Staphylococcus aureus NBRC 100910 not grown (8.47)

“ Numbers (logCFU/ml) were undiluted microbe number obtained from each tested method.
> Parentheses were indicated undiluted bacterial number (logCFU/ml) obtained from tryptic soy agar.
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SYM 2days vs. DRBC agar Sdays
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SYM 3days vs. DRBC agar Sdays
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Dry medium A 5days vs. DRBC agar 5days
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Dry medium B 5days vs. DRBC agar 5days
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